-test).
Note that lateral root phenotypes of toc1-3 were similar to those of toc1-1 1 . Seedlings grown under ND conditions for 10 days were transferred to LL conditions at ZT0. Seedlings were harvested from ZT24 to ZT68. Transcript levels were determined by RT-qPCR. Biological triplicates were averaged. Bars represent the standard error of the mean. The white and pale grey boxes indicate the subjective day and night, respectively. 
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Supplementary Figure S7. Expression of stress-responsive genes.
Ten-day-old seedlings grown under ND conditions were harvested at indicated time points for total RNA isolation of the different genetic backgrounds. Transcript accumulation of stress-responsive genes regulated by MYB96 2-4 was analyzed by RT-qPCR. The eIF4a gene was used as an internal control. Biological triplicates were averaged. Different letters represent a significant difference at P<0.05 (oneway anova with Fisher's post hoc test). Bars indicate the standard error of the mean. Tables   Supplementary Table S1 . Primers used in this study. RT-qPCR primers were designed using the Primer Express Software installed into the Applied Biosystems 7500 Real-Time PCR System. The sizes of PCR products ranged from 80 to 300 nucleotides in length. F, forward primer; R, reverse primer. 
